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Education & Training
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Haase MAB", Kominek |, Opulente DA, Shen X, LaBella AL, Zhou X, DeVirgilio ], Hulfachor AB, Kurtzman CP,
Rokas A, Hittinger CT®. Repeated horizontal gene transfer of GALactose metabolism genes violates Dollo’s law of
irreversible loss.Genetics, 2021 (bioRxiv)

Dharampal PS, Diaz-Garcia L, Haase MAB, Zalapa ], Currie CR, Hittinger CT, Steffan SA®. Microbial Diversity
Associated with the Pollen Stores of Captive-Bred Bumble Bee Colonies. Insects, 2020

Haase MAB, Truong DM, Boeke JD®. Superloser: a plasmid shuffling vector for Saccharomyces cerevisiae with
exceedingly low background. G3: Genes Genomes Genetics, 2019 (bioRxiv)

Opulente DA, Langdon QK, Buh KV, Haase MAB, Sylvester K, Moriarty RV, Jarzyna M, Considine SL, Schneider
RM, Hittinger CT®. Pathogenic budding yeast Isolated outside of clinical settings. FEMS Yeast Research, 2019 (bioRxiv)

Shen X*, Opulente DA*, Kominek J*, Zhou X*, Steenwyk ], Buh KV, Haase MAB, Wisecaver JH, Wang M, Doering
DT, Boudouris JT, Schneider RM, Langdon QK, Ohkuma M, Endoh R, Takashima M, Manabe R, Cadez N, Libkind D,
Rosa CA, DeVirgilio ], Hulfachor AB, Groenewald M, Kurtzman CPre, Hittinger CT@, Rokas A%. Tempo and mode
of genome evolution in the budding yeast subphylum. Cell, 2018

Haase MAB, Kominek J, Langdon QK, Kurtzman CP, Hittinger CT®. Genome sequence and physiological analysis
of Yamadazyma laniorum f.a. sp. nov. and a reevaluation of the apocryphal xylose fermentation of its sister species,
Candida tenuis. FEMS Yeast Research, 2017

Preprints & Works in Preparation

1.

2.

Lazar-Stefanita L, Haase MAB, Boeke JD®. Humanized nucleosomes reshape replication initiation and rDNA/nucleolar
integrity in yeast. bioRxiv, 2023. doi.org/10.1101/2023.05.06.539710

De Ioannes P*, Whedon SD*, Haase MAB, Wang ZA, Nam E, Waterbury A, Camellato BR, Lee R, Valencia-Sdnchez
MI, Boeke JD, Cole PA®, Armache KJ®. Structural Basis of Cooperative COMPASS Activation by Histone Acetylation and
Ubiquitination. In Revision

Thesis

1.

Haase MAB. Direct Functional Studies of Human Chromatin Using Histone Replacement in Saccharomyces cerevisiae.
PhD thesis, New York University. 2023

Talks & Conferences

July 2025 (Oral) International Conference on Yeast Genetics and Molecular Biology (Paris, FR).

Oct. 2023 (Oral) Fragile Nucleosome Seminar (virtual).

Oct. 2023 (Oral) Max Planck Institute of Molecular Physiology Seminar (Dortmund, DE).

Aug. 2023 (Oral) Gordon Research Conference: Epigenetics (Holderness, USA).

Apr. 2023 (Oral) Institut Curie Seminar (virtual).

July 2022 (Oral) Gordon Research Seminar: Regulating Centromere Function Through Structure (Vermont, USA).
May 2022 (Oral) EMBO Workshop: Evolutionary approaches to research in chromatin (Aarhus, DK).

Aug. 2021 (Poster)  International Conference on Yeast Genetics and Molecular Biology (virtual).
Oct. 2019 (Poster) Yeast Research: Origins, Insights, Breakthroughs, CSHL. (New York, USA).
Sept. 2019 (Oral) ISG nano seminar, NYU Langone Medical Center (New York, USA).

June 2019 (Poster) Synthetic Biology: Engineering, Evolution (New York, USA).

July 2018 (Poster) Gordon Research Conference - Chromatin Structure and Function (Maine, USA..).

May 2017 (Poster) Undergraduate Symposium, University of Wisconsin — Madison (Wisconsin, USA).
May 2016 (Poster) Genetics Society of America, The Allied Genetics Conference (Florida, USA).
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Awards

2024 NYU University-Wide Outstanding Dissertation Award

2022 Vilcek Institute of Graduate Biomedical Sciences Travel Grant
2019 Vilcek Institute of Graduate Biomedical Sciences Travel Grant

Special MacCracken Award
2018 NYU Dean’s Student Travel Grant

Vilcek Institute of Graduate Biomedical Sciences Travel Grant
2017 University of Wisconsin Bookstore Academic Excellence Award
2016 Hilldale Undergraduate Research Fellowship

Laboratory of Genetics Undergraduate Award

Genetics Society of America Undergraduate Travel Award

Students Mentored
Masters: Maria Bahamon (2021—2023), Kristina Bunda (2025-2026)
High School: Lohann Excoffon (2020—2022)

Professional Membership & Service

Member: Genetics Society of America (GSA)
Reviewer: Genome Research, Review Commons, Science Advances, Scientific Reports

Organizer: Gordon Research Seminar 2023: Epigenetics Mechanisms
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